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Benefits of Collisional Cross Section Assisted Precursor Selection (caps-

PASEF) for Cross-linking Mass Spectrometry (XL-MS)

Markus Lubeck?, Barbara Steigenberger!2, Henk W.P. van den Toorn!2, Jean-Francois Greisch®2, Oliver Rather3, Albert J.R.

Heck!2, Richard A. Scheltema?l2

. cross-link
mono-link T

1. BiomoleculatMassSpectrometryand Proteomics Bijvoet Centerfor BiomoleculaiResearctand Utrecht Institute n et h e rlan dS
for PharmaceuticabciencedJtrechtUniversity Padualaar8, 3584CHUtrecht, TheNetherlands
2. NetherlandsProteomicLentre, Padualaar8, 3584 CHUtrecht, TheNetherlands p rOteo rcnel ﬁ% r e

3.  BrukerDaltonikGmbH Fahrenheitstrassé, 28359Bremen,Germany




Structural information from LC-MS/IMS netherlandsproteomicscentre
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[1] Efficientand robust proteome wide approaches fosslinking; Klykost al; Nat Prot; 2018
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PhoX allows for removal of linear peptides
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[1] PhoX; Steigenberget al; ACSCentrScj 2019



