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Introduction

MALDI-MSI allows the detection of a wide variety
of different molecular species in their histological
context. As a result of this uniquely broad range of
applications, MALDI-MSI has emerged as a ,
powerful technique for fields where knowledge of T ety
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Methods

Drug and Lipid Preparation, Measurement & Analysis: Fresh frozen kidney
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timsTOF fleX. (A) The compound is detected in the
renal medulla of treated animals; signal is absent in

the non-treated samples. (B) Zoom of the range m/z
390-490 with treated in blue and untreated in red.
Scale bar is 2mm; relative intensities indicated by
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Figure 2. Segmentation map and cluster tree of untreated

and Factor Xa-treated kidneys. Statistical analysis using the
bisecting k-means algorithm with correlation distance clusters
spectra from the medulla of treated animals separately from
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Figure 3. Detection of major metabolites of Factor Xa antagonist.
Factor Xa antagonist metabolites are largely confined to where the parent is
detected. Scale bar indicates 2mm; relative intensities indicated by false color

instruments due to high interference from isobaric matrix ions. (A) H&E-stained human
lung tumor sample after MALDI acquisition. Independent assessment by a pathologist
identified regions corresponding to tumor (blue) and lung parenchyma (pink). (B)
Hexose-6-phosphate (m/z 259.023) is most intense in the tumor region. Scale bar
indicates 3 mm; relative intensity indicated by false color coding using viridis color bar.
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